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CAP18, (339) 108 
Capsid protein, (338) 267 
Captopril, (347) 215 
Caquexia, (338) 311 
Carbachol, (351) 67 
Carbohydrate processing, (342) 302 
Carbohydrate-binding specificity, (342) 334 
Carbohydrate-free glycogenin, (352) 222 
Carbon catabolite repression, (342) 43 
Carbon monoxide, (351) 370; (354) 284 
Carbonic anhydrase, (348) 145; (350) 216; (352) 137; (353) 177 
Carbonic anhydrase: X-ray structure, (350) 319 
Carboxyatractylate, (355) 305 
y-Carboxvglutamate, (341) 74 
Carboxylgioup, (337)‘217 
Carboxyl-specific reagent, (346) 146 
Carboxvmethvlated RNase T,. (35 1) 389 
Carboxypeptihase, (339) 249 I’ ’ ’ 
Cardiac hypertrophy, (356) 275 
Cardiac myocyte, (355) 65 
Cardiac troponin C, (347) 152 
Cardiolipin, (351) 171 
Cardiomyocyte, (337) 277 
Cardiovascular system, (352) 393 
Carnation Mottle Virus, (338) 267 
Carnitine palmitoyl transferase, (341) 91 
Carnitine palmitovltransferase I. (344) 239 
Carotenoih, (353)-151; (356) 179; (356) 367 
Carotenoid biosynthesis, (341) 251 
Carotenoid function, (350) 271 
Carotid bodv. (351) 370 
Carrageenan-induced pleurisy, (339) 76 
Carrier orotein. (346) 48 
Casein kinase I, (349) 307 
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B-Cell. (356) 279 Casein kinase II, (339) 93 
Casein kinase-11, (355) 237 
Ca’+-store, (353) 167 
Cat, (351) 370 
Catabolism, (351) 85 
Catabolite inactivation, (349) 270 
Catalase. (351) 314 
Catalysis, (354) 267 
Catalytic carboxylate residue, (348) 93 
Catalytic center N, (354) 23 
Catalytic domain, (342) 255 
Catalytic efficiency; (341) 17 1 
Catalytic property, (354) 305 
Catalvtic site. (347) 13 
Cataiact, (348)‘ 173 
Catechol, (343) 56; (350) 207 
Catecholamine, (338) 16; (348) 61 
Catenin, (355) 195 
Cathelin, (337) 303; (346) 285 
Cathepsin B, (349) 265; (351) 397 
Cathepsin G, (345) 81 
Cathepsin L, (352) 281 
Cathepsin S, (339) 155 
Cathepsins, (338) 311 
Cation binding, (347) 207 
Cationic liposome, (356) 361 
Cationic peptide, (356) 33 
Caveolae, (346) 88 
3’-CCA end, (351) 241 
CCA sequence, (353) 173 
CCAAT binding transcription factor, (348) 46 
CCK, receptor. (354) 203 
CCK:‘JMV:lBO, (354j 203 
Cd substitution, (345) 193 
CD36, (351) 41 
CD38, (356) 244 
CD44. (351) 215 
CD59; (349j 163 
cdc2, (353) 207 
CDC2 kinase, (352) 236 
CDC25, (347) 133; (356) 249 
cdk2, (353) 207 
CDKS, (356) 317 
cDNA, (337) 303; (341) 182; (343) 223; (344) 20; (347) 268; (348) 239; 
(352; 197:‘1356) 317 
cDNA’clonk,‘(351) 22 
cDNA clonine. (338) 16: (338) 103: (338) 107: (338) 257: (338) 306: 
(339) 189; (%) 25; (346) 133; (34Oj 241; (342)‘ 124; (342) 181; (342) 
209; (342) 278; (343) 27; (343) 42; (343) 146; (346) 151; (346) 285; 
(348) 70; (350) 5; (350) 309; (351) 109; (351) 380; (352) 175; (352) 
206; (352) 393; (354) 173 
cDNA expression, (352) 141 
cDNA library, (341) 303; (346) 251; (355) 4 
cDNA sequence, (338) 290; (339) 124; (340) 93; (342) 329; (349) 144; 
(353) 255; (356) 51 
cDNA subtraction, (352) 191 
Cell adhesion, (339) 119; (340) 99; (340) 197; (346) 278; (355) 195 
Cell adhesion molecule, (352) 318; (354) 220 
Cell binding, (354) 7 
Cell calcium signalling, (348) 211 
Cell cycle. (340) 159; (342) 239; (343) 15; (344) 47; (345) 172; (347) 1; 
(347) 157; (353) 207; (354) 311; (355) 282 
Cell cycle regulation, (354) 307 
Cell death, (343) 151 
Cell differentiation, (337) 43; (339) 119; (344) 91; (349) 191; (355) 223 
Cell expansion, (355) 135 
Cell growth. (354) 3 11 
Cell membrane, (354) 279 
Cell motility, (340) 99 
Cell proliferation, (352) 206; (354) 12; (354) 255 
Cell regulation, (354) 7 
Cell spreading assay, (340) 197 
B-Cell sulfonylurea receptor, (338) 98 
Cell swelling, (340) 163 
Cell to substratum adhesion, (356) 114 
Cell volume, (338) 27 
Cell wall, (348) 27; (355) 135 
Cell-adhesion, (349) 109 
‘Cell-free translation, (341) 131; (354) 271 
Cell-mediated oxidation, (348) 297 
Cellobionolactone, (351) 128 
Cellobiose dehydrogenase, (351) 128 
o-Cellobiose, (351) 128 
Cellular aging, (339) 84 
Cellular localization, (341) 268 
Cellular regulation, (341) 208 
Cell-wall mannan, (345) ‘167 
CEM-VLBlOO cell, (352) 380 
Centractin. (347) 105 
Central nervous’system, (343) 27 
Centromere sequence, (347) 99 
Centrosome, (354) 307 
Centruroides noxius, (347) 59 
Centruroides sculpturatus, (347) 59 
c-e&A, (339) 185 
c-erbB, (339) 185 
c-erbB-2 proto-oncogene, (348) 80 
Cereal, (349) 117 
Cerebellar granule cells, (348) 263 
Cetylpyridinium chloride, (355) 91 
CF_ TF,-ATP svnthase. (338) 152 
CF;, (356) 226 - ’ ’ 
c-fms. (356) 72 
c-]os,‘(34Oj 163; (352) 11 
c-fos mRNA. (348) 263 
C”FTR, (343) 109 ’ 
CFU-GM, (348) 197 
CFU-S. (348) 197 
CC and CNG DNA sequence, (353) 309 
cGMP-inhibited CAMP phosphodiesterase, (350) 314 
cGMP-phosphodiesterase, (338) 203; (343) 183 
y-Chain-petide, (340) 17 
Channel, (346) 55 
Channel formation, (351) 90 
Channel regulation, (350) 155 
Chaperon, (343) 6 
Chaperone, (344) 196; (348) 145 
Chaperonin, (339) 139; (344) 129; (345) 181; (345) 229; (348) 109 
Characterization, (338) 6; (352) 105 
Charcot-Marie-Tooth disease, (351) 90 
Charged-to-alanine scanning, (353) 185 
Charybdotoxin, (339) 59; (342) 189; (348) 259 
Chelatase, (338) 251 
Chelator, (338) 223 
Chemical &o&linking, (341) 281; (351) 27 
Chemical modification, (337) 217; (339) 200; (340) 83; (354) 97 
Chemical structure, (342) 19 
Chemiluminescence, (354) 71; (355) 287 
Chemoattractant, (342) 135 
Chemokine, (347) 300; (352) 231 
Chemokinesis, (348) 37 
Chemoreceotor. (354) 320 
Chemosensbr, (351) 370 
Chemotaxis, (341) 187; (346) 55; (347) 226; (347) 231; (347) 235; (349) 
411; (349) 416; (349) 420 
Chick embryo, (340) 34 
Chick optic_tectum,‘(355) 205 
Chicken erythropoiesis, (342) 273 
Chicken leukocyte, (342) 281 
Chinese hamster V-79 cell, (341) 273 
CHIP28, (346) 115 
Chitinase, (340) 129; (343) 177; (350) 159; (354) 41 
Chitine-binding protein, (350) 159 
Chitooligosaccharide, (343) 177 
CHL cell, (348) 7 
Chlamydomonas reinhardtii, (341) 5; (343) 261 
Chloramphenicol acetyltransferase or luciferase reporter gene, (344) 
251 
Chloride effect, (339) 37 
Chlorin, (356) 159 
ChlorofIPxus aurantiacus, (340) 167; (342) 61 
Chlorooeroxidase. (355) 279 
Chlorophyll, (339) 151:(352) 127 
Chloronhvll a, (339) 134 
Chlorophyll b, (339j 134 
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Chlorophyll-protein, (342) 261 
Chlorophylls, (352) 265 
Chloroplast, (340) 265; (350) 104; (350) 195; (352) 307 
Chloroplast enzyme, (352) 159 
Chloroplast protein import, (343) 261; (356) 204 
Chloroquine, (345) 61 
Chlorosome, (342) 61 
CHO cell, (337) 27; (354) 57 
chol mutant, (348) 33 
CHO-cell, (349) 289 
Cholecystokinin, (343) 115 
Cholera toxin, (337) 88 
Cholesterol, (340) 78; (341) 86; (344) 221 
Cholesterol ester hydrolase, (355) 125 
Cholesterol esterase, (337) 123 
Choline acetyltransferase, (337) 259 
Cholinergic neuron-specific antigen, (351) 291 
Cholinergic synapse, (35 1) 246 
Chondrocyte, (340) 51; (352) 361 
Chondrogenesis, (338) 319: (338) 323 
Chromafin cell, (344j 139, (349j 331 
Chromaffin granule, (338) 16; (342) 225 
Chromatin. (3511 150: (353) 225 
Chromatin’c‘ondknsatidn, (j54) 307 
Chromatin organization, (342) 185 
Chromatophore membrane, (337) 77 
Chromium, (341) 273 
Chromogranin A, (341) 28 
Chromophore, (341) 277 
Chromosomal ocalisation, (356) 117 
Chromosomal ocalization, (340) 260 
Chromosomal mapping, (337) 81 
Chromosome 13, (349) 307 
Chromosome mapping, (347) 279; (353) 57 
Chronic myelogenous leukemia, (338) 175 
Chymase, (346) 189 
Chymotrypsin inhibitor, (343) 75 
“C-hypetine coupling, (353) 273 
Cigarette smoke, (353) 53 
Cilia, (343) 173; (353) 286 
Circular dichroism, (342) 319; (343) 70; (343) 256; (347) 31; (348) 161; 
(349) 286; (350) 41; (352) 318; (354) 293; (355) 57 
Circular dichroism spectrometry, (353) 143 
Circular dichroism spectroscopy, (337) 265 
cis-element, (339) 243; (353) 108 
Cisplatin, (354) 103 
Citrate carrier, (347) 37 
Citrus, (337) 52 
Citrus ichangensis, (338) 179 
citS gene, (347) 37 
c+z, (340) 163 
Clathrin, (356) 267 
Cleavage, (353) 79 
Clone, (356) 199 
Clone cell, (342) 119 
Cloned K’ channel, (348) 259 
Cloning, (351) 375; (355) 317; (356) 333 
Cloning and expression, (342) 85 
Cloning of N&R gene, (356) 330 
Clostridium pasteurianum, (350) 41 
Clostridium septicum, (351) 317 
Clusterin, (348) 255 
c-myb, (337) 265 
c-my, (337) 71; (338) 323; (353) 281 
Cobalt, (348) 216 
Codon recognition, (344) 31 
Coelenterate, (354) 320 
Coenzyme specificity, (355) 171 
Co(H). (3.55) 15 
Coiled d‘oudle helix, (338) 179 
Coiled-coil, (344) 191 
Cold shock domain (CSDL (338) 157 
Cold shock protein, ?338)‘ii7 ’ 
Colioase. Polvmerase chain reaction, (338) 63 
Collagen, (346) 71; (344) 191; (353) 2i2 
Collagenase, (338) 227 
Collagen-gel retraction, (353) 243 
Collagen-induced arthritis, (337) 248 
Collectin, (344) 191 
Common fold, (355) 213 
Comovirus, (354) 129 
COMP, (354) 237 
Comparison matrix, (339) 269 
Complement, (340) 211; (344) 79; (346) 181; (351) 419 
Complex, (343) 141 
/Q Complex, (337) 23 
Complex formation, (343) 75 
Complex III, (353) 103 
Component C8, (340) 211 
Compound C, (352) 365 
Computer simulation, (354) 13 1 
Concanamycin, (349) 327 
Cone visual pigment. (354) 165 
Confocal m&&copy, ‘(347) 63 
Conformation, (349) 380; (355) 11; (355) 263 
Conformation in water. (3401 255 
Conformation, X-ray v&‘NkR, (355) 140 
Conformational change, (345) 38 
Conformational mimetics, (354) 143 
Conformational rigidity, (344) 31 
Conformational stability, (339) 165 
Confornational change, (346) 295 
Conjugated hydroperoxyhiene, (355) 81 
Connectin, (352) 27 
Connexin-32. 13511 90 
Consensus mo‘tif, (351) 380 
Consensus peptide, (347) 105 
Conserved polarity, (337) 207 
Control coefficient, (349) 131 
Control of secretion, (349) 331 
Convertase, (347) 80 
COO- antisymmetric stretch, (349) 84 
COOH-terminal propeptide, (351) 31 
Coordination type, (349) 84 
Copper, (338) ii2; (346144; (352) 58; (353) 246; (355) 109 
Copper binding, (343) 188 
Copter bindine. site. (349) 109 
Copper enzyme, (350); 195 
Copper ion, (351) 360 
Copier oxih&io& (343) 188 
Copper transport, (351) 186 
Conrinus cinereux (339) 291 
Core complex, (3G) 349 
Core light-harvesting complex, (353) 151 
Core protein, (338) 197 
Corniced envelope, (340) 173; (355) 275 
Coronatine, (345) 9 
Coronatine (mode of action), (345) 9 
Corticotropin-releasing factor, (35 1) 19 
Cortisol, (341) 177 
COS cell, (338) 257; (342) 225; (343) 146; (354) 57 
COS-7 cell, (337) 27; (348) 7; (348) 192 
Counterexchange, (356) 174 
Coupling constant, (354) 143 
Coupling mechanism, (346) 39 
COX-2, (342) 33 
CR3, (342) 29 
Crabtree effect, (350) 183 
c-ray, (339) 185 
c-Raf-1, (343) 15 
C-reactive protein, (356) 86 
Creatine, (339) 101 
Creatine kinase, (347) 147 
Cross-linking, (352) 243; (355) 121 
Cry j I, (353) 124 
Cryj II, (353) 124 
Cryoelectron microscopy, (354) 37 
Crystal, (349) 13 
Crystal structure, (339) 291; (341) 79; (342) 12; (345) 5; (347) 203; (347) 
304; (349) 93 
Crystallin, (337) 269 
ol-Crystallin, (355) 54 
B-Crvstallin. (355) 54 
‘Crysfallisatibh, (i37) 255 
Crystallization, (340) 78; (347) 300; (348) 158; (350) 122; (353) 294; 
(356) 165 
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CsA, (352) 98 
Csk, (341) 79 
CspB, (338) 157 
c-Src, (352) 296 
C-terminal sequence, (340) 104 
C-terminal tail, Caz’-dependent Cl- current, (347) 181 
CTP:phosphocholine cytidylyltransferase, (345) 207; (353) 221 
cl& (340) 109 
CUB domain, (344) 61 
Cucurbita pepo, (343) 51 
Cu(1) phosphorescence, (345) 193 
Cu(I)-thiolate, (345) 193 
Culinary oil and fat, (355) 81 
Culture age, (347) 226; (349) 411 
Cultured endothelial cell, (350) 33 
Cultured fibroblast, (347) 95 
Curaremimetic toxins, (338) 331 
Curcumin, (341) 19 
Cu,Zn superoxide dismutase, (356) 314 
Cyanide, (354) 284 
Cyanide inhibition, (349) 93 
Cyanide-resistant oxidase, (348) 181 
Cyanobacterial fermentation, (344) 5 
Cyclic adenosine monophosphate, (356) 249 
Cyclic ADP-ribose, (352) 123 
Cyclic AMP, (337) 43; (338) 212; (340) 226; (341) 33; (345) 241; (350) 
187; (354) 213 
Cyclic AMP response element, (350) 51 
Cyclic AMP-dependent protein kinase, (340) 29; (350) 187 
Cyclic AMP-gated cation channel, (340) 193 
3’: 5’ Cyclic AMP phosphodiesterase (mononuclear leukocyte, human 
blood), (353) 113 
Cyclic electron transfer, (349) 349 
Cyclic GMP, (342) 255; (345) 241; (347) 27; (352) 11 
Cyclic isomaltooligosaccharide, (345) 135 
Cyclic nucleotide, (347) 27 
Cyclic peptide, (352) 87 
Cyclic voltammetry, (356) 342 
Cyclically located, (351) 321 
Cyclically permuted, (351) 321 
Cyclin-dependent kinase, (352) 236; (356) 317 
Cyclin-dependent kinase 5, (342) 203; (355) 35 
Cyclodextrin glucanotransferase, (337) 66 
B-Cyclodextrin, (341) 256 
Cycloheximide, (338) 191; (338) 326 
Cyclooxygenase, (346) 21; (350) 51 
Cyclooxygenase-2, (342) 33 
Cyclophilin, (340) 255; (347) 31 
Cyclophosphamide, (345) 99 
Cyclosporin, (340) 255 
Cyclosporin A, (343) 65; (345) 237; (348) 211; (350) 304; (356) 195 
Cyclosporin-A, (347) 31 
cyp, (353) 324 
CysS-Cd(II) LMCT, (345) 193 
Cystatin, (339) 155 
Cystatin a, (340) 173 
Cysteine, (348) 287 
Cysteine conjugate B-lyase, (353) 21 
Cysteine endopeptidase, (351) 31 
Cysteine protease, (341) 197 
Cysteine proteinase, (339) 155; (342) 308 
Cysteine proteinase inhibitor, (340) 173 
Cysteine synthesis, (351) 257 
L-Cysteine, (353) 235 
Cytidylyltransferase, (347) 123 
Cytochrome a&u,, (354) 284 
Cytochrome b,,,, (338) 285; (346) 241; (355) 301 
Cvtochrome b mutant. (354) 23 
Cytochrome b-559, (337) 226 
Cvtochrome bc, comolex. (354) 23 
Cytochrome b&complex; (353) 189 
Cytochrome bd, (345) 198 
Cytochrome cg, (342) 217; (344) 5; (345) 5; 
100; (351) 431; (352) 37 
Cytochrome c oxidase, (340) 109; (345) 50; 
237: (354) 284 
Cytochromk c peroxidase, (351) 437 
Cytochrome c reductase, (347) 90 
(347) 173; 
(346) 295; 
(347) 
(347) 
295; (351) 
22; (351) 
Cvtochrome c-550. (355) 121 
Cytochrome c-type, ‘(345) 76 
Cytochrome oxidase, (341) 1; (349) 286; (350) 213; (352) 365; (356) 295 
Cytochrome PdsO, (350) 199 
Cvtochrome P-450, (338) 290: (346) 
Cytochrome P450 3A, (355) 247 ’ 
241: (347) 
_ ’ 
207: (348) 70 
Cytochrome P-450 BM3, (343) 70 
Cvtochrome P45Oscc (CYPllAl). (340) 83 
Cytochrome P460, (353) 324 ” ’ ’ 
Cytokine, (341) 156; (344) 35; (345) 219; (347) 17; (347) 300; (350) 66; 
(350) 275; (354) 220 
Cvtokine recentor, (345) 131; (351) 19 
Cytokine resistance; (354) 12 
Cytokine-receptor interaction, (338) 93 
Cvtoolasmic recentor domain. (350) 230 
Cytoplasmic tyrosine kinase, (350) 263 
Cytoskeletal integrity, (356) 351 
Cytoskeleton, (337) 293; (343) 89; (343) 131; (344) 1; (346) 26; (354) 
183; (354) 259; (355) 259: (356) 89 
Cytosolic free Ca2+, (350) 33. ’ 
Cytotoxic lymphocyte, (353) 129 
Cytotoxic peptide, (349) 29 
Cytotoxicity, (340) 9; (340) 22; (353) 75 
Cytotoxin, (356) 357 
D, donamine receptor, (344) 41; (345) 147 
D; receptor, (339)63; (339).63; (339)‘63 
Dl protein, (351) 27 
DlD2 Cyt b-559 complex, (337) 226 
Dl-D2-Cyt b-559 complex, (355) 301 
D2 protein, (339) 217; (351) 27 
Damage-recognition protein, (354) 103 
Daucus carota L., (340) 193 
Daunorubicin. (346) 141 
dCTP analog,‘(354) 200 
DD-nentidase. (351) 49 
Decor&, (353) 243 ’ 
Defective recombinant adenovirus, (347) 117 
Defensin. (356) 33: (356) 169 
~-Defer&,, (342) 281 ’ 
Deferoxamme B mesylate, (350) 139 
Degeneration, (351) 53 
Degradation, (348) 126 
Dehydroalanine, (349) 252 
Dehydroascorbate r ductase, (352) 159 
Deiodinase, (354) 110 
Deiodination, (344) 143 
Delaved rectifier. (353) 251 
Deleiion, (354) 79‘ ’ 
Deletion mutants, (351) 90 
Delioidation. (345) 154 
Delikery, (352) 41’ 
Demethoxyviridin, (342) 109 
Denaturation, (339) 45; (348) 14 
Dendroawis anmsticeus toxin, (352) 91 
Denitrification,-(341) ‘1
Dependence, (338) 207 
Denhosnhorvlation. (341) 94 
Depolahzatibn, (351) 53 ’ 
Depsipeptide, (354) 140 
Dermorphin analogue, (351) 308 
Des(l-38) factor VII,, (347) 73 
Des(l-44) factor VII,, (347) 73 
4 Desaturation in 22 : 5 n-6, (343) 195 
6 Desaturation of 24 :4 n-6, (343) 195 
Desensitization, (346) 181; (346) 221; (347) 181; (352) 19 
Desmoglein, (353) 194 
Desmosome, (353) 194 
Desulfovibrio gigas, (347) 295; (351) 401 
Detection of helicity, (355) 140 
Detergent, (337) 39; (339) 285 
Detoxification, (352) 219 
Deuterated 20:4 n-6, GC-MS, (343) 195 
Development, (347) 55; (356) 317 
Dextran, (345) 135 
DFMO, (342) 145 
DHP receptor al subunit, (355) 65 
Diabetes, (339) 55; (347) 42 
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L-DOPA. (353) 246 
Dopamide; (353) 84 
Double-flash, (352) 151 
Down’s syndrome, (351) 165 
Down-regulation, (338) 272; (344) 91; (351) 276 
Doxorubicin, (355) 187; (356) 287 
5-DOXYL-stearic acid, (343) 22 
DRB. (356) 311 
Drosdpkla: (337) 81; (356) 317 
Drosoohilu ADH. (356) 81 
Drosophila lebankwi~, (341) 17 1 
Drosophila melanogaster, (339) 124; (342) 139; (342) 329; (350) 147 
Drug carrier, (344) 25 
Drug delivery, (342) 249 
Drue resistance. (356) 145 
DuaT signaling, ‘(341)‘162; (349) 89; (356) 291 
Dual specificity, (352) 201 
Duchenne’s muscular dystrophy, (337) 18; (344) 255; (354) 183; (355) 
Diabetes mellitus, (337) 298 
Diacylglycerol, (339) 229; (352) 307 
Dialysis, (341) 218 
Diaphorase, (347) 163 
Dictyostelium, (339) 119; (342) 197; (342) 239 
Dictyostelium discoideum, (337) 43 
Dicyclohexylcarbodiimide, (348) 93; (351) 1 
Differential display, (351) 231 
Differential scanning calorimetry, (344) 154; (345) 154; (351) 15 
Differentiation, (337) 184; (342) 71; (342) 76; (342) 239; (342) 325; 
(344) 35; (347) 9; (348) 201; (350) 99; (351) 317; (353) 327 
Differentiation factor, (356) 327 
Digoxigenin, (338) 264 
7,8_Dihydroneopterin, (352) 11 
Dihydropyridine, (351) 58 
Dihydropyridine receptor, (342) 209 
1,4_Dihydroxynonene, (352) 84 
1,25-Dihydroxy-vitamin D, (337) 48 
Diiodothyronine, (346) 295; (351) 237 
Dimer, (351) 345 
Dimeric enzyme, (348) 181 
Dimerization, (348) 46 
Dinoflagellate, (356) 367 
Dioxygenase, (343) 56; (350) 207 
Diprenorphine, (341) 33 
Dissociation constant, (341) 23 
Distal-less 3. (351) 380 
Distance geometry, (344) 147; (349) 319 
Distribution. (338) 6: (352) 105 
Disulfide bond, (341) 233;‘(349) 295 
Disul~de bridge, (341) 213; (347) 59; (350) 159 
Disulfide bridges. (344) 61 
Disulphide boid: (353) 312 
Dithiothreitol, (351) 225 
Dityrosine, (339) 89; (353) 53 
Divalent cation, (337) 33; (346) 278; (354) 177 
Divalent cation transport, (353) 167 
D-loop, (354) 79 
DMI dehydratase, (356) 221 
DNA, (351) 411; (353) 71; (355) 91 
DNA binding, (342) 43; (348) 46; (354) 293 
DNA binding domain, (342) 185 
DNA binding protein, (351) 219; (356) 94 
DNA compaction, (344) 201 
DNA damage, (353) 246 
DNA double strand breaks, (353) 75 
DNA fragmentation, (349) 385; (350) 139; (355) 23 
DNA gyrase, (353) 79 
DNA looping, (344) 201 
DNA methylase, (355) 57 
DNA methylation, (351) 145; (356) 302 
DNA methylation inhibitor, (353) 309 
DNA polymerase, (337) 33; (341) 128 
DNA polymerase a, (350) 249 
DNA nolvmerase 6, (350) 249 
DNA polymerase E, (350) 249 
DNA repair, (350) 1; (354) 103; (355) 201 
DNA realication. (337) 33: (342) 139 
DNA structure, (347) 99 _ ’ 
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Haem protein: HZO,, (348) 216 
b-Haematin, (352) 54 
Haemocyanin, (339) 37 
Haemozoin, (352) 54 
Hairpin assembly, (352) 259 
Halenaquinol sulfate, (350) 249 
Haloalkaliphile, (341) 291 
Halobacterial transducer for sensory rhodopsin I, (353) 301 
Halobacterium salinarium, (351) 133 
Haloperidol, (339) 63 
Halophage OH, (344) 125 
Halophile, (352) 327 
Halophilic archaebacteria, (340) 114 
Halorhodopsin, (342) 7 
HALS signal, (342) 217 
Hammerhead ribozyme, (352) 41 
Hamster heart, (355) 65 
Haptotaxis, (340) 99 
Harderian gland, (354) 110 
Hatching enzyme, (339) 281 
H’-ATPase, (350) 195 
‘H-“C correlation spectroscopy, (348) 1 
HCE, (339) 281 
H’-conductance, (337) 231 
Heart, (338) 107; (345) 241; (348) 55 
Heart cell, (351) 365 
Heart sarcolemma, (337) 109 
Heat denaturation, (349) 429; (354) 251 
Heat shock, (343) 165; (350) 266; (351) 191; (351) 191; (355) 201 
Heat shock protein, (337) 184; (342) 242 
Heat shock protein 90, (349) 239 
Heat stress, (344) 225 
Heat-labile enterotoxin, (337) 88 
Heat-shock, (350) 304 
Heat-shock protein, (337) 152; (341) 146; (344) 225; (351) 263 
Heat-shock protein 90, (344) 229 
HEK 293 cell, (342) 85; (345) 147 
a-Helical bundle, (341) 54 
Helix bundle, (344) 147 
a-Helix, (347) 304; (349) 380; (354) 293 
Helix-helix interaction, (354) 245 
Hematopoiesis, (349) 191 
Heme, 041) 141; (331) 437; (352) 71 
Heme A biosynthesis, (351) 385 
Heme attachment, (340) 65 
Heme coordination, (351) 100 
Heme entrapment, (354) 248 
Heme 0 synthase, (351) 385 
Heme protein, (355) 155 
Heme-copper terminal oxidase, (351) 385 
Hemeprotein, (341) 141 
Hemoglobin, (349) 205 
Hemoglobin switching, (342) 273 
Hemolysis, (349) 29 
Hemoprotein, (355) 314 
Hen egg white lysozyme, (347) 199; (355) 76 
Heparin, (339) 93; (346) 189 
Heparin binding, (355) 15 1 
Heparin binding site, (354) 84 
Heparin inhibition, (339) 171 
Heparin-binding fragment, (346) 156 
Heparin-binding protein, (350) 203 
Heparin-binding site, (346) 189 
Hepatic glycogen, (349) 313 
Hepatitis B virus, (351) 423 
Hepatocyte, (346) 235; (349) 45; (352) 356 
Hepatocyte swelling, (344) 239 
Hepatoma cell, (340) 163 
Hepatotoxin, (344) 175 
HepG2 cell, (348) 216; (354) 232 
Heptanetriol, (337) 39 
Her3, (349) 139 
Herbicide, (352) 219 
Herbimycin A, (340) 155 
Heregulin, (349) 139; (351) 335 
Hericium erinaceum, (340) 56 
Heroin, (338) 217 
15-HETE, (342) 33 
Heterogeneous fractal catalysis, (344) 1 
Heterologous expression, (339) 195; (344) 41; (348) 259; (351) 49; (354) 
173 
Heteronuclear NMR, (347) 261 
Hexamethvlene diisocvanate. (3511 27 
Hexapeptihe repeat tieme, $7) i89 
High molecular weight form, (349) 23 
High temperature, (345) 167 
High-performance liquid chromatography, (341) 288; (346) 213; (352) 
105: (353) 143 
‘Hinge“protein, (347) 90 
HIP, (337) 114 
HIPIP, (352) 327 
Hippocampus, (347) 55 
Histidine, (350) 275; (354) 84; (356) 145 
Histidine 118, (343) 94 
Histidine residue, (345) 55 
Histidine-binding domain, (348) 153 
L-Histidine, (353) 75 
Histiocytic malignancy, (342) 249 
Histone acetylation, (353) 225 
Histone Hl, (345) 71 
HIV, (341) 244 
HIV replication, (351) 105 
HIV reverse transcriptase, (354) 200 
HIV-l, (338) 118; (338) 281; (343) 125; (345) 81; (350) 299; (353) 1; 
(354) 17 
HIV-l LTR, (351) 191; (351) 191 
HIV-2, (350) 299 
H,K-ATPase, (349) 144 
HL-60, (337) 184 
HL-60 cell, (351) 317; (356) 327 
HM-1 killer toxin, (348) 27 
HMG box, (344) 201 
HMGl, (344) 201 
HNE-glutathione, (352) 84 
HNFl, (342) 325 
HNK-1 carbohydrate, (354) 67 
hnRNP protein, (340) 1 
Homeodomain, (345) 93; (354) 293 
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Homeodomain protein, (351) 380 
Homology, (340) 129; (343) 109 
Homology model, (350) 275 
Homology modeling, (347) 59 
Homonuclear 3D NMR, (354) 207 
Hordeum vulgare, (352) 131 
Hormone response element, (356) 307 
Hormone sensitive lipase, (355) 125 
Hormone-sensitive lipase, (353) 33 
HOS cell, (352) 41 
Housekeeping enes, (347) 289 
HPAEC, (349) 55 
hsc70, (355) 282 
3/%HSD isomerase, (350) 309 
hsp70, (349) 222; (355) 282 
hsp90, (343) 15 
hst-IIK-FGFlFGF4, (342) 71 
HT-29 cell, (344) 161; (355) 247 
HTLV-I, (342) 115 
H-toxin, (351) 317 
Human, (339) 50; (339) 276; (340) 93; (343) 81; (346) 171; (346) 
(349) 120; (351) 411; (351) 427 
Human ageina, (354) 79 
Human a&&r cartilage, (352) 361 
Human basophil, (337) 200 
Human brain, (347) 69; (351) 109 
Human cancer cell line, (353) 129 
Human chorionic gonadotropin, (343) 229; (348) 1 
Human chromosome 7, (339) 222 
Human diploid cells, (348) 273 
Human DNA polymerase cc, 6 and E, (356) 261 
Human embryonic fibroblast. (339) 84 
Human embryonic kidney (HEK) 293 cell, (344) 143 
Human epidermal growth factor, (339) 209 
Human ervthrocvte. (347) 215 
Human fidroblast, (352) 109; (355) 178 
Human frontal cortex, (348) 239 
Human glycophorin A, (342) 334 
Human hepatoma, (356) 307 
Human immunodeficiency virus type 1, (341) 49 
Human insulinoma, (348) 7 
Human, intestine, (342) 302 
Human liver, (339) 195; (348) 70; (351) 63; (351) 397 
Human liver, Chemical modification, (346) 146 
Human Lymphoblastoid cell, (339) 40 
Human lymphocyte, (353) 167 
Human lysozyme, (355) 271 
Human mRNA, (340) 25 
Human muscle, (350) 37 
Human ovarian cancer cell, (343) 103 
Human pancreas, (346) 257 
Human plasma, (341) 218; (341) 288 
Human platelet, (340) 185; (342) 15; (352) 335; (353) 212 
Human platelets, (345) 87 
Human small cell lung carcinoma, (342) 286 
Human T-cell leukemia virus type I (HTLV-I), (356) 94 
Human testis. (343) 229 
Human thymocyte,’ (338) 339 
Human TNFa gene promoter, (344) 251 
Human umbilical vein endothelial cell, (351) 215 
Human uterine cervix, (347) 95 
Hyaluronate depolymerization, (347) 95 
Hybrid enzyme, (339) 67 
Hybrid formation, (348) 244 
Hybrid protein, (356) 56 
Hybridization analysis (in situ), (343) 42 
Hybridization (in situ), (339) 189; (340) 117; (341) 33; (348) 139 
Hydra, (354) 320 
Hydration, (355) 263 
Hydration forces, (355) 1 
Hydrogen bond, (347) 304; (352) 63 
Hydrogen peroxide, (338) 223; (341) 65; (350) 199; (351) 314; (352) 
(352) 365; (352) 365; (353) 75; (355) 287 
Hydrogenase, (344) 5 
Hvdrolase. (338) 251 
a@ Hydrolase fold, (338) 251 
Hydrolysis, (343) 177; (356) 137 
Hydrolytic specificity, (352) 131 
Hydrouhobic bile acid, (343) 141 
Hydrophobic cluster analysis, (342) 242 
Hydrophobic labeling, (346) 127 
Hydrophobicity, (350) 245 
Hydroxyl radical, (339) 89; (341) 59; (349) 169; (353) 246 
Hydroxylamine oxidation, (353) 324 
NC-Hydroxy-L-arginine, (341) 203 
ZCHydroxylase, (337) 48 
o-Hydroxylase, (348) 70 
4-Hydroxynonenal, (352) 84 
4-Hydroxynonenoic acid, (352) 84 
4-Hydroxyquinoline-3-[a-aminoacetic acid], (349) 39 
N-Hydroxysuccinimide, (356) 267 
5_Hydroxytryptamine, (355) 242 
5-Hydroxy-tryptophan, (341) 28 
la-Hydroxyvitamin D,, (337) 248 
Hyperflne coupling, (345) 55 
Hyper-phosphorylation, (337) 135 
Hyperpolarization, (356) 322 
Hvoerthermouhilic. (356) 345 
207; Hypertonic, (340) 163 ’ 
Hypochlorite, (347) 5 
Hypocotyl, (338) 290; (343) 51 
Hypolactasia, (342) 291 
Hypotensive peptide, (351) 35 
Hypothalamus, (348) 75 
Hypotonic, (340) 163 
1311, (337) 213 
IAPS-Forskolin, (348) 114 
ICE, (338) 187 
IgE antibody, (341) 182 
IGFBP, (348) 185 
IGF-I, (345) 67; (348) 185 
IGF-II, (348) 185 
IrcB, (342) 115 
IL-I. (349) 45 
IL-2; (338j 47; (351) 201 
IL-2Ry chain, (351) 201 
IL-6, (341) 156; (349) 45 
IL-8. (352) 231 
IL-8 family, (354) 207 
Ileum, (343) 115 
Image processing, (345) 181 
Imidazole, (350) 199 
Immediate early gene expression, (343) 103 
Immobilization, (350) 109; (356) 30 
Immobilized metal affinity chromatography, (346) 217 
Immortalization, (348) 273 
Immune complex, (342) 15 
Immune sunuresive agent. (339) 258 
Immunoaffmity chromatography, (346) 225 
Immunoassay, (348) 185 
Immunoblot; (344) 65 
Immunoblotting, (350) 296 
Immunodominant promiscuous ite, (345) 159 
Immunoglobulin, (344) 96 
Immunoglobulin G, (346) 246 
Immunoglobulin sequence, (354) 169 
Immunoglobulin superfamily, (354) 311 
Immunogold labelling, (354) 191 
Immunohistochemistry, (341) 239; (342) 313; (347) 221; (349) 120 
Immunoliposome, (346) 123 
Immunological signal transduction, (346) 194 
Immunoprecipitation, (348) 263; (356) 191 
Immunoauantitation. (347) 221 
Immunoiuppression,‘(352 j 98 
Immunotoxin, (347) 257 
IMR-32, (354) 203 ’ 
In;tu hybridization, (347) 284; (352) 191; (352) 291; (355) 125; (356) 
71; In vitro hydrophobization, (339) 200 
In vitro synthesis. (349) 55 
In vitro transcription, (351) 176 
In vitro translation, (350) 117 
Inclusion body, (350) 245; (354) 248 
Induction of differentiation, (338) 81 
76 
Inflammation, (339) 76; (341) 187; (343) 32; (346) 181; (349) 13; (351) 
353: (3561 169 
Influehia, (&3) 332 
Influenza M2 protein, (343) 242 
Influenza virus, (343) 242; (356) 125 
Infrared soectroscovv. (3491 84 
Inhibition: (350) 24; ij51)‘168; (353) 79 
Inhibition mechanism, (340) 236; (343) 251 
Inhibition of in vitro translation, (347) 268 
Inhibition of restriction enzyme, (35.5) 11 
Inhibitor, (341) 19; (341) 1281(346)‘3G; (347) 231; (349)416; (350) 314; 
(350) 319; (352) 353 
Inhibitor 2, (340) 93 
Inhibitor a&e site, (353) 312 
Inhibitor modelling, (351) 397 
Inhibitor protein, (356) 226 
Inhibitor-2, (344) 196 
Inhibitory subunit, (338) 203 
Initiation factor, (355) 45 
Initiation of positive-strand RNA synthesis, (352) 331 
Initiator, (348) 80 
Inorganic pyrophosphatase, (350) 323 
Inositol. 1346) 304 
Inositol’l:4,5:trisphosphate r ceptor, (349) 191; (354) 149 
Inositol phosphate, (343) 37 
Inositol phosphate metabolism, (347) 69 
Inositol polyphosphate, (340) 276 
Inositol triphosphate, (348) 211 
Inositol trisphosphate, (346) 235 
Insect, (346) 135 
Insect ckll, (351) 443; (356) 255 
Insecticidal activity, (348) 249 
Insulin, (338) 27; (338) 37; (338) 187; (338) 212; (340) 221; (343) 237; 
(350) 314; (351) 276; (355) 157; (356) 21 
Insulin B-chain. (349) 205 
Insulin degrading enzyme, (345) 33 
Insulin effect, (347) 42 
Insulin receptor, (340) 124; (340) 216; (341) 104 
Insulin receptor D-subunit. (340) 269 
Insulin receptor kinase, (349) 17 
Insulin receptor substrate-l, (340) 216 
Insulin resistance, (341) 104; (352) 389 
Insulin-like growth factor, (340) 51 
Insulinoma, (345) 17; (353) 277 
Insulin-regulated glucose transporter GLUT4, (348) 114 
Insulin-secreting cell, (339) 307 
ad,,, Integrin, (353) 239 
Intercellular communication, (352) 1 
Interfacial ocalization, (340) 265 
Interferon, (337) 99 
Interferon a, (350) 281 
Interferon a receptor, (350) 281 
Interferon receptor, (338) 295 
Interferon-y, (338) 191; (340) 177; (343) 85; (345) 187 
Interferon-y, Interferon regulatory factor 1, (348) 177 
Interleukin 1, (340) 177 
Interleukin 1 receptor, (354) 311 
Interleukin lp, (340) Sl; (354) 289 
Interleukin 2. (345) 233 
Interleukin 6; (353j 29 
Interleukin 7, (353) 289 
Interleukin-1, (338) 31; (350) 135; (352) 361 
Interleukin-1 receptor antagonist protein, (349) 79 
Interleukin-10, (356) 86 
Interleukin-13, (343) 32; (345) 187 
Interleukin-l/3, (337) 298; (349) 79; (350) 245 
Interleukin-2. (351) 19 
Interleukin-4; (339j 239; (343) 32; (345) 187; (347) 17 
Interleukin-4 receptor, (347) 17 
Interleukin-6, (340) 159; (343) 32; (345) 131; (350) 99; (353) 62 
Interleukin-8, (338) 93; (341) 187 
Interleukin-8 receptor,‘(j38j 93 
Intermediary factor, (351) 176 
Intermolecular cross-linking, (355) 271 
Intermolecular NOE, (350) 87 
Internal initiation, (352) 271 
Internalization, (349) 365 
Internalization, Membrane translocation, (346) 92 
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Intestinal epithelium, (348) 51 
Intestine, (348) 201; (353) 108 
Intracelluar pH, (341) 125 
Intracellular Ca2’ concentration, (340) 276 
Intracellular calcium, (349) 191; (354) 149; (355) 117 
Intracellular calcium level. (339) 129 
Intracellular immunisation,‘(35i) 393 
Intracellular pH, (350) 82 
Intracellular targeting. (346) 108 
Intracellular trarfic, (Ij4ti) 163 
Intracellular transport, (341) 104: (342) 302 
Intracellular [Ca*+j, (34j) ljl . ’ 
Intraluminal oop, (341) 28 
Intramolecular interaction, (355) 259 
Intramolecular transglucosylation, (345) 135 
Intrinsic curvature. (351) 321 
Intrinsic fusogen, (3!39) i29 
Invariant chain, (349) 265 
Invasion, (337) 131 
Inverse dose rate effect, (353) 297 
Invertebrate, (348) 102 
Invertebrate vision, (337) 274 
Inward rectifier, (338) 107; (348) 139; (356) 199 
Inward rectifier K’ channel, (348) 239; (353) 37 
Inward rectifier potassium channel, (341) 303; (346) 251 
Iodoacetamide, (341) 125 
Iodogen, (337) 213 
Iodovsin. (354) 165 
Iodothyrbnine; (344) 143 
Ion channel, (343) 242: (350) 155: (350) 342 
Ion pump, (346) i89 ’ _ 
Ion translocation, (340) 245 
Ion transnort. (346) 32 
Ionic channel; (337j 77 
Ionizing radiation, (353) 297 
Ionomycin, (348) 21 
IP, receptor, (341) 28 
‘251-ProTa, (341) 23 
Iron, (338) 223; (341) 259; (342) 105; (352) 71; (355) 109 
Iron deficiencv, (353) 95 
Iron ion, (35$‘1‘5 ’ 
Iron mineralisation, (350) 258 
Iron sulfur center. 1338) 197 
Iron sulphur protkih, (<So) 41 
Iron-binding site, (350) 258 
Iron-dioxygen stretching mode, (352) 67 
Iron-sulfur, (352) 327 
Iron-sulfur &s&r, (339) 142; (351) 401; (354) 160; (356) 342 
Iron-sulfur protein, (348) 305 
Iron-sulphur protein, (345) 76 
Irradiation, (348) 3 17 
Irreversible thermoinactivation. (356) 30 
Ischemia, (339) 213; (345) 241 _ ’ 
ISGF3, (343) 205 
Islet, (343) 137 
Islet cell, (351) 340 
Isoelectric focusing. (340) 211: (344) 61 
Isoenzyme, (348) % ~ ’ ’ ’ 
Isoform, (337) 167; (338) 1; (346) 213; (348) 55; (355) 223 
Isolated growth hormone deficiency, (346) 165 
Isomerization, (351) 429; (354) 165; (356) 25 
Isothermal microcalorimetry, (354) 251 
Isotope, (347) 261 
Isotope-filtered NMR, (350) 87 
Isotonic enrichment. (3491 79 
Isotype, (349) 338 ’ ’ 
Isotype regulation, (340) 145 
Isozyme, conventional and new, (348) 21 
JAK2, (352) 335 
JAK3, (342) 124; (351) 201 
JAK3 tyrosine kinase, (353) 289 
Japanese cedar pollen, (353) 124 
Jasmonic acid, (345) 9; (352) 146 
Jurkat cell, (341) 187; (350) 291 
Jurkat cells, (351) 393 
Jurkat T cell, (351) 419 
Jurkat T-lymphocyte, (352) 206 
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Juxtaglomerular cell, (35 1) 3 14 
K ATP channel, (338) 107; (351) 365; (356) 199; (356) 322 
K’ channel inhibitor, (339) 59 
K’IH’) exchange, (345) 104 
K562 cell. (342) 53 
Kainate, (339) 168 
Kainic acid receptor, (355) 205 
Kallikrein, (348) 166 
Kazal-type serine proteinase inhibitor, (355) 290 
3KB-GSCNP, (337) 66 
KCN-sensitive oxidase, (337) 103 
68 kDa laminin binding protein, (340) 133 
22 kDa protein, (342) 261 
KDEL sequence, (351) 31 
kDNA, (344) 136 
KEKE motif, (348) 109 
Keratinocyte, (343) 32 
6-Ketocholestanol, (355) 305 
Ketogenesis, (344) 239 
Kidney, (342) 313; (348) 55 
Kidney membrane, (346) 289 
Kinase, (345) 219; (354) 12 
Kinetic mechanism, (355) 114 
Kinetic model, (345) 151; (352) 307 
Kinetic study, (354) 227 
Kinetics, (339) 155; (343) 188; (350) 164 
Kirromycin, (352) 118 
Klebsiella pneumoniae, (347) 37 
Knowledge-based protein design, (347) 199 
KRM, (348) 27 
Ku antigen, (351) 219 
Ku protein, (356) 94 
Kunitz type trypsin inhibitor, (353) 312 
Kunitz-type protease inhibitor, (338) 53 
Kvl sub-family, (340) 104 
Kynurenic acid, (353) 21 
Kynurenine aminotransferase, (353) 21 
L protein, (354) 113 
Lactase, (348) 291 
Lactase gene promoter, (353) 108 
Lactase-phlorizin hydrolase, (342) 291; (342) 302 
Lactate. (352) 24 
Lactoco&, 1351) 95 
Lactone hvdrolvsis, (351) 128 
Lactose binding protein, (337) 114 
Lactose intolerance, (342) 291 
Lactose transuort. (349) 433 
Lactosylceramide ‘synthase, (342) 91 
Lac Y nermease, (349) 433 
Lamin B receptor, (346) 225 
Laminin, (338) 272; (352) 49 
Lanthanide. (349) 403 
Lanthanide; Energy coupling, (347) 243 
Large plasmid, (341) 251 
Large ribosomal subunit rRNA, (338) 133 
Laser spectroscopy, (353) 177 
a-Latrotoxin, (351) 267; (353) 315 
LC-ES1 mass spectrometry, (342) 281 
LDL, (348) 297 
LDL peroxidation, (338) 43 
LDL receptor, (341) 86; (347) 211 
Lead action, (350) 296 
Leader peptidase, (347) 169 
Leader sequence, (350) 216 
Lectin, (337) 114; (34d) 56; (342) 313; (350) 159; (355) 183 
Lectin affinity chromatography, (342) 334 
Leech, (348) 102 
Leech derived tryptase inhibitor, (355) 290 
LegioneNa pneumophila, (352) 185 
Lens, (337) 269; (348) 173 
lentivirida, (338) 118 
Leucine zipper, (337) 265; (356) 51 
Leukemia inhibitory factor, (337) 221; (350) 275 
Leukocyte, (339) 108 
Leukotriene B,, (348) 70 
LHlhCG receptor, (346) 221 
LHC II, (339) 134 
LHON, (352) 375 
Ligand binding, (354) 7; (354) 284; (355) 317 
Ligand blotting, (354) 279 
Ligand-blotting assay, (345) 71 
Light chain cDNA sequence, (348) 244 
Light scattering, (339) 297 
Light-harvesting, (342) 61 
Light-harvesting antenna, (342) 319; (345) 203 
Light-harvesting complex, (339) 134; (352) 265 
Lignin biodegradation, (350) 192 
Lignin degradation, (348) 291 
Ligninolysis, (354) 297 
Lignoceric acid oxidation, (344) 211 
Lignocerovl-CoA synthetase, (352) 353 
L&urn lon&orum,~(356) 229 
Limb mesenchymal cell, (338) 319; (338) 323 
Limit cvcle. (341) 223 
Limited protkolysis, (355) 254 
a-l,3 Linkage, (342) 19 
/3-1,2 Linkage, (342) 19; (345) 167 
Lipase, (338) 251; (344) 234 
Lipid A precursor, (351) 325 
Lipid composition, (356) 229 
Lipid kinase, (342) 109 
Lipid lateral diffision, (346) 115 
Lipid metabolism. (351) 181 
Lipid modification,.(346) 123 
Lipid peroxidation, (341) 69; (342) 105; (342) 171; (347) 123; (348) 297; 
(353) 147; (354) 297; (355) 81 
Lipid protein interaction, (346) 3 
Lipid second messenger, (352) 323 
Lipid-activated protein kinase, (351) 171 
Lipid-protein interaction, (339) 229; (346) 78 
Lipocalin, (354) 7 
Lipodepsipeptide, (355) 96 
Lipofectin, (352) 41 
Lipogenesis, (353) 33 
Lipolysis, (350) 314; (353) 33 
Lipopolysaccharide, (338) 191; (345) 120; (345) 131 
Lipoprotein, (342) 171; (347) 211 
Liuomotein receotor. (347) 211 
Lipoprotein(a), (350) 77 ’ 
Liposome, (344) 221; (346) 48; (350) 195; (351) 330; (352) 37; (353) 71 
Lipoyl network, (345) 151 
Liquid crystal, (346) 115 
Liauid scintillation countina. (354) 71 
Liver, (343) 168; (349) 45; 655) 157; (356) 76 
Liver mitochondria, (356) 195 
Liver nuclei, (351) 150 
Liver regeneration, (347) 157 
Lobster, (353) 255 
Lon protease, (340) 25 
Long 5’-untranslated region, (340) 25 
Low density lipoprotein, (341) 69; (341) 259; (341)263; (343) 188; (349) 
375; (352) 15 
Low density lipoprotein receptor, (356) 72 
Low density lipoprotein receptor-related protein, (338) 301 
Low M, PTPase, (350) 328 
Low M, PTPase catalytic site, (350) 328 
Low M, PTPase mutagenesis, (350) 328 
Low temperature, (355) 279 
Low-density lipoprotein, (338) 122 
LPS, (342) 261 
LpxA, (337) 289 
LpxD, (337) 289 
L-type Ca” channel, (342) 209 
L-type calcium channel, (341) 208 
Luciferase, (338) 251 
Luciferase assay, (356) 339 
Luffin, (347) 257 
Lung surfactant protein, (344) 191 
Luteinization, (346) 207 
Luteinizing hormone, (343) 229 
Lycopersicon esculentum, (347) 195 
Lymnaeastagnalis, (343) 27 
Lymph node, (344) 25 
Lymphatic system, (344) 25 
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Melanocortin receptor, (350) 29 
y-Melanocyte stimulating hormone-like peptide, (348) 102 
Melanocyte-stimulating hormone, (350) 29 
Melanoma cell, (339) 40 
m-Meleimidobenzoyl-Nhydroxysuccinimide, (352) 243 
Meltine temoerature. (354) 74 
Membrane, (352) 307 ~ ’ 
Membrane binding, (345) 207 
Membrane biosynthesis, (346) 73 
Membrane contact site, (356) 1 
Membrane current, (354) 177 
Membrane destabilization, (349) 18 1 
Membrane dioeutidase. (349) 50 
Membrane domain, (346) 32 
Membrane elasticity, (346) 3 
Membrane fluidity,-(344) 221; (346) 221; (354) 217 
Membrane fusion, (349) 181; (351) 286 
Membrane insertion, (343) 256 
Membrane lipid, (346) 289 
Membrane permeability, (343) 242 
Membrane permeabilization, (339) 108; (340) 89 
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Recombinant protein expression, (352) 385 
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Recombinant vector, (348) 301 
Recombination, (339) 113 
Reccistitution, (343) 22; (346) 65; (353) 332; (356) 191; (356) 226; ( 156) 
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(351) 155; (351) 207 
Secretory granule, (355) 131 
SecY protein, (339) 175 
Sedimentation coefficient, (342) 185 
SELB, (347) 137 
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